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NGHIEN Cl*U MOI LIEN QUAN GIU’A KIEU GEN VO
MARKER & BENH NHAN VIEM GAN SIEU VI B MAN

Hoang Tién Tuyén*, Nguyén Van Muai*, Trinh Thi Xuan Hoa*

TOM TAT

Nghién cru xac dinh kiéu gen, marker va méi lién quan gitra kiéu gen véi ndbng dd HBV-ADN va
véi marker HBeAg & 91 bénh nhan (BN) viém gan (VG) siéu vi B man dwoc chan doan xac dinh
bang tiéu chudn mé bénh. Két qua nghién ctru cho thay: ty 186 BN VG B man nhiém kiéu gen B chiém
46%, kidu gen C chiém 51,6%, kiéu gen pha tron gitra B va C chiém 2,4%. Trong 79 BN VG man
dwoc xét nghiém marker, két qua cho thdy: nhém BN c6 HBeAg (+) 1a 40,5%, HBeAg (-) 59,5%,
HBeAg (-)/antiHBe (+) 44,3%, anti HBc IgG/M (+): 10,8%. Khéng cé méi lién quan gitra kiéu gen B
va kiéu gen C v&i marker HBeAg (p > 0,05) va v&i ndng dd HBV-ADN huyét thanh & nhém BN VG B
man cé HBeAg (+) néi riéng (p > 0,05), trong khi d6 & nhém BN VG man cé HBeAg (-), méi lién quan
gitra ndng d6 HBV-ADN vé&i kiéu gen B va kiéu gen C c6 y nghia théng ké (p < 0,05).

* T khéa: Viém gan siéu vi B man; Kiéu gen; Marker; Méi lién quan.

RESEARCH ON RELATION BETWEEN HBV GENOTYPE AND
MARKERS IN PATIENTS WITH CHRONIC HEPATITIS B

Hoang Tien Tuyen ; Nguyen Van Mui; Trinh Thi Xuan Hoa

SUMMARY

91 cases of histophatoloically-confirmed chronic B viral hepatitis were analyzed with complete
genomic sequencing. The results showed that:

- 46% of patients were infected with HBV genotype B, 51.6% of patients with HBV genotype C
and 2 patients (2.4%) with mixed genotype B and C. Among 7 out of 91 patients undergoing hepatitis
B marker testing, 32 (40.5%) patients had HBeAg (+) and 44.3% had HBeAg (-).

- No correlation between HBV genotype B and HBV genotype C with HBeAg (p > 0.05) was
observed in patients with chronic hepatitis B. We can not find out the corelation of serum HBV-DNA
level in patients with HBeAg (+), but there was correlation with patients HBeAg (-).

* Key words: Chronic hepatitis B; Genotype; Marker; Correlation.
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Viém gan virut B man tinh thuéng dan  toi hdu qué trén thi van chwa duoc sang to.
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nhiéu t&i vai trd ndong d6 HBV-ADN huyét
thanh, marker HBeAg va méi lién quan gitra
ching, nhwng vai trd cta kiéu gen con it
dwoc dé cap. Chinh vi vay, dé tai nghién
clu nay nham:

1. X4c dinh phéan bé kiéu gen cua siéu
vi B & BN VG siéu vi B man.

2. Xac dinh méi lién quan gitra kiéu gen
v6i néng d6 HBV-ADN, marker HBeAg.

POl TUONG VA PHUONG PHAP
NGHIEN cUru

1. Péi twong nghién ciru.

91 BN VG siéu vi B man, tudi tir 16 - 60,
didu tri tai Khoa Truyén nhiém, Bénh vién
103 tir thang 11 - 2006 dén 5 - 2009.

* Tiéu chuén chon BN: BN c6 HBsAg (+);
Knodell score > 4.

* Tiéu chuén loai trce:

+ Phu nir c6 thai.

+ BN c6 két hop cac nguyén nhan khac
nhw: viém gan do thuéc, do hoa chét, do
rwou, viém gan tw mién...

+ BN nhiém két hop HDV, HCV, HIV.

2. Phwong phap nghién ctru.

M6 ta, cat ngang.

- BN c6 xét nghiém HBsAg (+), dua tiéu
chuén sinh thiét gan mu lam chan doan mé
bénh. Danh gia tén thwong theo thang diém
Knodell. Lwa chon BN c6 Knodell score > 4.

- Xét nghiém dinh lwgng HBV-ADN béng
ky thuat RT-PCR, marker HBe bang ky
thuat Elecys, kiéu gen HBV béang ky thuat
gidi trinh tw chudi (sequencing).

X ly két qua theo phuong phap thdng
ké y hoc, st dung phan mém SPSS.

KET QUA NGHIEN CUU

* Phan b6 genotyp HBV & BN nghién ctru:
genotyp B: 42 BN (46,0%); genotyp C: 47 BN
(51,6%); B/C két hop: 2 BN (2,4%).

* D4u &n (markers) ctia HBV: HBsAg (+):
32 BN (40,5%); HBeAg (+): 79 BN (100%);
HBeAg (-): 47 BN (59,5%); HBeAg (+)/anti-
HBe (-): 29 BN (36,7%); HBeAg (-)/anti-HBe
(+): 35 BN (44,3%); HBeAg (+)/anti-HBe
(+): 3 BN (3,8%); HBeAg (-)/anti-HBe (-): 12
BN (15,2%); anti-HBc IgG (+)/IgM (-): 75 BN
(100%); anti-HBc I1gG(+)/IgM(+): 8 BN
(10,8%).

Béng 1: Tan suat HBeAg theo genotyp.

HBeAg (+) | HBeAg (-) | Téng
n % n %
GenotypB | 15 | 37,5 | 25 | 62,5 | 40
Genotyp C | 17 | 436 | 22 | 56,4 | 39
p > 0,05 p > 0,05 79

O BN VG man do HBVgenotyp B, 37,5%
BN c6 HBeAg (+) trong khi & nhém BN VG
man do HBV genotyp C la 43,6%. Sy khéac
biét khdng cé y nghia thdng ké véi p > 0,05.
Twong tw, tan suit HBeAg (-) & 2 nhém
viém gan B man do HBV genotyp B va
HBV genotyp C khéng cé y nghia théng ké
(p > 0,05).
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Bang 2: Ndéng dd HBV-ADN theo genotyp
& nhom HBeAg (+).

HBV-ADN > HBV-ADN <
5 5 .
10 10 TONG
copies/ml copies/ml
n % n %

GenotypB | 12 | 80 3 | 20| 15

GenotypC | 17 100 0 0 17

p>0,05 p>0,05 32

80% BN do HBV genotyp B cé ndng do
HBV-AND > 10° copies/ml, con BN do
HBV genotyp C 1a 100%. Sy khac biét
khéng c6 y nghia théng ké (p > 0,05).

Bang 3: Nong dd HBV-ADN theo genotyp
& nhém HBeAg (-).

HBV-ADN >
10* copies/ml

HBV-ADN <

10* copies/ml R
Tong

n % n %

GenotypB | 10 | 40 | 15 | 60 | 25

GenotypC | 17 | 77,3 5 22,7 22

p <0,05 p < 0,05 47

Trong 47 BN VG man cé HBeAg (-),
40% BN HBV genotyp B c6 ndéng dd HBV-
ADN > 10* copies/ml, nhém BN HBV genotyp
C 1a 77,3 %. Sy khac biét cé y nghia théng
ké (p < 0,05).

BAN LUAN
Nim 1988, Okamoto va CS bang k¥
thuat gidi trinh tw da xac dinh duwogc 4
genotyp cGa HBV va ky hiéu bang cac ky tw
Latinh tir A-D. Nam 1992, Nooder. H va
CS tim ra 2 nhédm m¢éi dé la E va F. Nam

2000, Stuyver va CS tim ra nhom G. Nam
2002, Arauz-Ruiz P va CS tim ra nhém H.
Nhw vay, dén nay da xac dinh duwoc 8
genotyp clia HBV. Cac genotyp phan bb
theo vung dia ly va ching toc, & cac nuwéc
chau Au tap trung chi yéu la genotyp A, D,
& chau My la genotyp A, D, G, H, E, & cac
nwéc thudc khu vwe chau A - Thai Binh
Duwong la genotyp B va C. Vai tro cla
genotyp trong co ché bénh sinh cia VG
siéu vi B chuwa dwoc nghién clru mot cach
day di. Genotyp C thueng lién quan téi xo
gan va ung thw gan va khé khan trong diéu
tri hon genotyp B, genotyp A va D dap tng
diéu tri tét v&i INF nhung kém & genotyp B,
dac biét la genotyp C... Nghién ctru ty 1é
phan bd genotyp cla Xin Ding tai Trung
Quéc cho thay genotyp B: 17,2%, genotyp
C 81,4%, genotyp A 1,4%; trong d6 & nhém
BN VG siéu vi B man: genotyp B 17%,
genotyp C: 83%; nhom xo gan genotyp B
8,6%, genotyp C 91,4% [5]. Nghién clru cua
HO6 Tan Dat cho thiy genotyp B chiém
62,3%, genotyp C la 37,7% [2], TrAn Xuan
Chuwong & nhém bénh VG siéu vi B cap:
genotyp B la 70%, genotyp C: 27,5%,
genotyp A: 1,25%; genotyp B/C: 1,25% [1],
Pham Hoang Phiét & nhém BN xo gan va
ung thw gan genotyp C la > 50%. Nghién
clru cla chung téi & nhém BN VG siéu vi B
man: genotyp B 46%, genotyp C: 51,6%.
Két qua nghién ciru nay co ty I& genotyp C
cao, hoan toan phu hop véi tinh chat dién
bién tw nhién cla HBV genotyp C - thwong
gay VG man, xo gan va ung thw gan. V&i
79 BN lam xét nghiém marker HBV 100%
BN c6 anti-HBc IgG (+) va 10,8% BN c6 két
hop ca anti HBclgG (+) va IgM (+). HBeAg
(+) chiém 40,5%, HBeAg (-) chiém 59,5%.
HBeAg(-)/anti-HBe (+) chiém 44,3%, HBeAg
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()/anti-HBe (-): 15,2%. Theo Nguyén Van
Mui sy bién dong marker ctia HBV & BN
VG virut B man hoat déng cho thdy 100%
BN c6 anti-HBclgG (+), 37,7% HbeAg (+),
HBeAg (-)/anti-HBe (+): 56,6%; chi c6 5,7%
c6 HBe (-)/anti-HBe (-) [3]. Nghién ctru mbi
lién quan gitba HBV genotyp va HBeAg cho
thay: 37,5% BN HBV genotype B c6 HBeAg
(+), trong khi d6 nhém BN HBVgenotyp C
la 43,6% HBeAg (+). So sanh sy phan bd
HBeAg (+) & 2 nhém BN VG man HBV
genotyp B va C thay sy khac biét khéng co
y nghia théng k& (p > 0,05). Nghién ctru
méi lién quan gitra HBV genotyp vé&i néng
dd HBV-ADN, két qua: 32 BN nghién cru
c6 HBeAg (+), 80% BN HBV genotyp B c6
ndng dd HBV-AND > 10° copies/ml, con
nhém HBV genotyp C la 100%. Tim hiéu
méi lién quan, khong thay s khac biét co y
nghia thdng ké (p > 0,05). Ngwoc lai, & 47
BN nghién cu cé HBeAg (-), 40% BN HBV
genotyp B c6 ndng d6 HBV-ADN > 10°
copies/ml, nhdém BN HBV genotyp C la
77,3%, sw khac biét cé y nghia thong ké (p
< 0,05). Biéu nay ching td genotyp C
thwong xuyén cé sé lwong HBV-ADN téng
cao so v&i nhom genotyp B, déng nghia la
tbn thwong va tién trién nang hon genotyp
B nhw Marcellin. P va CS da nhan xét [4].

KET LUAN

Nghién ctru xac dinh kiéu gen, marker
va mdi lién quan gitra kiéu gen va néng do
HBV-ADN, marker HbeAg & 91 BN VG B
man dwoc chan doan xac dinh bang tiéu
chuédn mé bénh hoc, ching t6i nhan thay:

1. Ty 1@ BN VG B man nhiém genotyp C
la 51,6%, genotyp B: 46%, 2,4% BN c6 pha
trén kiéu gen B/C.

2. Trong 79 BN dugc xét nghiém
marker, 40,5% BN viém gan B man co
HbeAg (+), HBeAg (-) la 59,5%. HBeAg (-
)/anti-HBe (+) |1a 44,3%.

3. Khéng c6 mbi lién quan gitra HBV
genotyp B, HBV genotyp C v&i marker
HBeAg (p > 0,05) cling nhw gilra HBV
genotyp B va HBV genotyp C v&i ndng dd
HBV-ADN huyét thanh & BN VG B man cé
HBeAg (+) (p > 0,05). Trong khi d& & nhém
BN VG man cé HBeAg (-), mdi lién quan
gitra nébng d6 HBV-ADN v&i HBV genotyp B
va C duwoc xac dinh cé y nghia théng ké (p
<0,05).
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