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TOM TAT

Nghién cliu 54 bénh nhan (BN) ung thu gan (UTG) va 54 ngudi mang virut khong triéu chiing
(NMVR). Binh lugng HBV ADN bang RT-PCR theo nguyén ly Tagman con xac dinh HBV genotyp theo
phuong phap PCR dua trén tinh da hinh clia mét doan gidi han (RFLP-PCR) va gidi trinh tu gen. Két
qua: 5 kiéu gen don B, C, D, E, F va 5 kiéu gen déng/bdi nhiém BC, BD, BE, CE, CE dudc tim thay trén
2 nhém nghién clu; trong d6 hay gap nhat la cac kiéu gen C (64,8%), BC (12,9%) va CE (11,1%). Kiéu
gen déng/bdi nhiém gap nhiéu hon & nhém BN UTG so v6i nhém NMVR. Néng dé HBV ADN & nhém
BN UTG mang kiéu gen C cao hon c6 y nghia so véi nhém c6 kiéu gen B va kiéu gen déng/bdi nhiém;
HBV ADN trén nhém BN UTG c6 kiéu gen déng/bdi nhiém cao hon nhém c6 kiéu gen B.

* Tir khoa: Ung thu gan; Viém gan virut B; Kiéu gen; Xét nghiém sinh ho4, sinh hoc phan tu.

HEPATITIS B VIRUS GENOTYPE IS ASSOCIATED WITH BIOCHEMICHAL,
MOLECULAR BIOLOGICAL PARAMETERS IN ASYMPTOMATIC CHRONIC
HBV CARRIERS AND HEPATOCELLULAR CARCINOMA PATIENTS

SUMMARY

54 HBV-infected patients with hepatocellular carcinoma (HCC) and 54 asymptomic chronic HBV
carriers (ASYM) were enrolled in this study. HBV DNA was measured by RT-PCR using Tagman
prob, HBV genotype was detected by restriction fragment length polymorphism (RFLP) PCR and
sequencing. Results: 5 single genotype (B, C, D, E, F) and 5 HBV genotype mixtures (BC, BD, BE,
CE, CE) have been found, among them, genotype C, BC and CE are predominant (64.8%,12.9% and
11.1%, respectively). HBV genotype mixture in HCC group has been found more frequent in comparison
to ASYM. HBV DNA level in HCC patients infected with HBV genotype C was significantly higher
than those infected with genotype B and genotype mixtures; and HBV DNA level in HCC patient
infected with genotype mixture was higher than those infected with genotype B (p < 0.05).

* Key words: Hepatocellular carcinoma; Hepatitis B virus; Genotype; Biochemical, molecular, biological
parameters.
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Theo théng ké trén thé gidi, khoang 2 ty v6i nguosi binh thudng [1]

ngudi nhiém HBV va trén 350 triéu ngudi

dang nhiém HBV man tinh. Nhiém virut Hién nay, 8 kiéu gen cta HBV dudc xac

dinh dua trén su khac biét 8% nucleotid



gilra cac kiéu gen va dugc ky hiéu tir A dén
H [3]. Nhu vay, khi BN dugc phat hién co
HBsAg (+), khéng c6 nghia 1a ho déu nhiém
cling mét chiing HBV, thuc chat, ho cé thé
nhiém nhiéu chiing HBV va c6 thé I& nhiéu
kiéu gen khac nhau.

POl TUONG VA PHUONG PHAP

NGHIEN cUuU

1. P8i tugng nghién cuu.

54 BN UTG dugdc chan doan xac dinh va
dang diéu tri tai Khoa Tiéu hoa, Bénh vién
TWQD 108. 54 NMVR phat hién qua kham
stc khoé dinh ky va theo ddi dinh ky theo
huéng dan clia Ho6i Gan mat.

2. Phuong phap nghién curu.

* Thiét ké nghién curu:

- Nghién c(u tién cltu, mé ta, cat ngang.

- BN nghién clu dugc dang ky vao mét
phiéu theo di riéng c6 day dd cac chi tiéu
vé dich t&, 1am sang va xét nghiém.

* Cac phuong phap xét nghiém:

Xét nghiém sinh hoa, mién dich va gen
tai Bénh viéen TWQbD 108.

- Phuong phap xét nghiém dinh Iugng
néng dé HBV ADN: dugc dinh lugng bang
ky thudt RT-PCR trén hé théng may RT-
PCR ABI 7500 (Applied BioSystem, My). Vé
nguyén ly: str dung cac dau do theo phuong
phap Tagman. Bay la phuong phap dac hiéu
nhat hién nay so vGi cac phuong phap su
dung trong RT-PCR khac. Cung véi cap moi
cho PCR, sé& thiét k& thém 1 dau do la 1
doan oligo dac hiéu c6 gan chéat phat quang
(R) va chét Gc ché (Q). Binh thuang, chat Q
sé (c ché su phat sang cla chat R. Khi ¢
doan ADN dac hiéu v6i dau do, dau do sé
gan vao va doan Q sé tach ra, giai phéng R,
do d6é R phat sang va may sé do cudng d6
anh sang qua do6 biét chinh xac sé copies
c6 trong mau theo thai gian (hinh 1).
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Hinh 1: Mé phdng nguyén ly Tagman dé dinh luong HBV ADN bang RT-PCR.
Poan méi dudc s dung la: HBs Porward Primer: 5-CAACCTCCAATCACTCACCAAC-

3 HBs primer revers:

5-ATATGATAAAACGCCGCAGACACA-3 HBs-Taq:5-(FAM)-

TCCTCCAATTTGTCCTGGTTATCGCT-(TAMRA)-3.
Phuang phap nay cho phép dinh lugng chinh xac néng dd clia HBV-ADN (s8 copies/ml),
déng thai cho biét néng d6 ctia doan gen dich ngay trong tiing thdi diém quan tam.
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Hinh trén cho biét dudng biéu dién tin hiéu
huynh quang ctia mau do va dudng chudn dé
tinh toan néng d& HBV ADN. Méi lan xét
nghiém, chay song song cac mau chuan da
biét néng d6 nham xay dung dudng chuan.

Phuong phap xac dinh kiéu gen HBV:
xac dinh kiéu gen cla virut viém gan B
(VRVGB) bang ky thuat cit gen sau khi
nhan doan. Phuong phap nay c6é phan thay
ddi nhd so véi phuong phap ctia Hannoun
va CS. Cu thé, thay vi chi s&r dung PCR mét
bubc, chung t6i da nang sé copies cua virut
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Hinh 2: Biéu dién két qua cla xét nghiém HBV ADN bang RT-PCR.

lén bang cach diung PCR 2 budc (nested-
PCR). Doan méi cho PCR th nhéat la (HB
pre 16) 5-CACCTCTGCCTAATCATCTCT-3
va primer (HBV 590as) 5-CTGCGAGGCGA-
GGGAGTT-3. Thuc hién PCR sau mét busc
tach d6i chudi ADN (94°C cho 4 phat) 35
vong Vvéi diéu kién sau: 94°C cho 30 giay,
55°C cho 30 giay va 72°C cho 30 gidy. Cudi
cung, kéo dai san phdm bang mét budc 10
phut ¢ 72°C. Bu6c th&r 2 tién hanh nhu
Hannoun va CS [4]: & s&n phdm PCR va cét
bang enzym Tsp509I, sau d6 soi dudi dén
cuc tim, so sanh véi cac doan gen chuén.

Béng 1: Du kién cac diém cét va kich thudc clia sdn phdm PCR sau khi ¢4t bang enzym Tsp509l.
Genotyp | Kich thudc san phdm Vi tri ¢4t clia enzym Kich thuéc clia doan san phdm
PCR chua cat Tsp509I sau khi cat enzyme

A 520 2091, 2159 168, 226

B 514 2091, 2159, 2196 168, 183

C 514 2148 200, 231

D 514 2074 151, 256

E 514 2196 183, 200

F 514 2188 191, 200




TOOSEE R
D2ZETT B
DOOESD C
FSO795 D
XTS65T E
HTS655 F
AF160501 G

AF1E0SOL G

AE1EOSOL G

VOOSEE B

D236TT B GRGC TRE TE TEEAG TIRCTC TCTTT T I IGCC TIC TEAC TIC TITCCG TCSGT
DOOESD

FSET795 D

KTSEST E

XTIS658 F GAGCTTC TG TG!

TOOSEE B CCCC TR TC TR T AR TTC OB ARSI TRC TS TTG TTRGRC o
D2ZETT B CCCC TR TC TTR TCARCAC TTC CEGARRC TRC T6 TG TIRGRCGAG
DOOESD CCCC TR TC TR T AMEAS TTC CEGARRC TRC TG TTG TTRGRC G5
F59795 D CCCCTATC TTATCAACAC TTCCEGAGRCTIG TG TG TTRGRC GG
HTSEST E CCCCTRTC TTR T AMIAS TTC CEGAGAR TRC TG TTG TTRGMC GRS
XTS658 F CCCCTATCOC TATCCACAC TTCCEGAARC TRC TG TG TTRGRCGAG
AF160S0L G CCOCTRTOC TRTCAMCAC TTC CGGRAERC TRC TG TTG TTRGHC G5

Mbi xudi

CRCC TG TECC THATEH TE TC TTE TRCH TE TECCHC T6 TTCARGCE TCCARGE T6 TECC TTEE6 TEEC TTIGEEECATHGR
CRCCTC TECC THG TOHATC TC TS TTCATE TCC TRC T6 TTCARG OC TC CARGC TG TECC TIGE S TEEC TTTG GGG CATHGER
CRCCTCTECC TRATCA TC TCC Te TICA TG TCC TRC T T ICARGCC TCCARAGC TG TECC TIGG G TEEC TTRGGGECATEGA
CRCCTC TECC THA TR T TC TTE TTCATE TCC TRC T6 TTCARG O TC CARGC TG TECC TTEG S TEEC TTIRG GRCATHGEA
CRCCTCTeCC TRATCA TC TC TG T ICA TG TCC TRC TE T TCARGCC TCCARGC TG TECC TIGG G TEEC TTIGGGECATGEGA
CRCCTC TEHCC THRATOH T TC TTE TT IR TG TCCORC TE TTCARG O TC CARGE TG TECC TIGE6 TEEC TTTG GGG CATHGER
CRCCTCTeCC TRATCATC TC TG T ICA TG TCC TRC Te T TCARGCC TCCARGC TG TECC TIGG G TEEC TT IRGGECATEGATRGARCAAC TTIGCCATATGGCC TT T TIGGC TTRGH

GAGC TRE TE TEEAS TTRC TC TCE TTTTIGCC TTC TEAC TTC TTTC CTTC OG TROCGAGH TC TOC TRGACHC CGOC TEAE CTC TE TR TCGAGARAGOC TTRGAG TC TOC T
CTOC TRGATRC CEC TEC TEC TC TE TATCGGEEARGEC TIRGAR TC TEC T
GAGC TIC TG TEEAG TIRC TC TC TTT T TIGCC TTC TEAC TTC TTTC CTTC TR TTOGAGA TC TOC TOGACHC CGOC TTTE C TC TECATOGEERGE0C TTRGAG TC TOOG
GAGC TIC TR TGEAG TTEC TC TEE TITTIGCE TG TEAC TTC TRITCC TTCAG TROGAGH TG TTC TRGATRCCHOC TEAGC TG TRITA TCGEEAAGCC TTRGAG TC TEC T
EERGC TRC TG TEEAGS TTRC TC TCE TTTTIGCC TTC TEAC TTC TTTC CTTCAG TRAGAGHA TC TTC TRGA TRC C G0C TCAG CTC TE TR TOGEEA TGOS TTRGAG TC TOC T
TICTCTT T I I IGCCTIC TRAC TIC TTICCETCAR TCCGRERCCTIC TOGACARC CHCC TCAGCTC TG TATCGGEA TGOG TTRGAG TCALCG
GAGC TRC T TEEAG T IEC TC TCE TTTTIGCC TTC TEAC TTTTICC e TC TE TTOG TEA TC TTC TOGACHC S 60 TTEAG CTTTE TRC CGEGAATOC TTRGAG TCCTC T

TOOSEE B TR CATRC TERRC T CATTCTCTECT TRACTC TRGC TRCCTEGE TEGEG TRE CRRGA T CAGCA TCCRGRGER TS TRG TR vl
D23E7TT B TCRCCACE T TRTCCTGTECT g TEACTC TREC TRCC TEGE TEGE TRA TCCABCE TCCAGE TRUG ™
DS G DCRCCH TRCAGEAC TRAG) TG TG TTGEGE TEARTC TEHCCRCC TEGEE THEGARG GRRGACCCRAGCATCCAGE! TEUG G
FSE795 D TR TR TRC TR T TTETTTECT! TEACTC TRECCACCTEEE TEEGE TGS CARGE T CARCA TCCAGGERACT TRG TRUE TCAE TTRTE
FTSE5T E DERUCDCRCHIC TERC T CATTCTTTGCT TGEACTC TRGC TRCC TEGE THEG TG GRFGRTCCAGCA TCCRGGERDC TRG TEuG TCRG TIRTG
KTSESE F R TCA TRUC C G T T TRTTTTG TG TTGEGE THAR TEACTTTEGC TICC TEGE TOEGTRAR ERGGEACCC TECASCCAGEEATTIRG TRG ™
AF160S01 G TCACCATRCAGCAC TCAGELARGCARTCC TG TEC TEEGGE TEAG TIGATEAC T TRGE TRCC TEGE TEGE TRA” GRAGATCCAGCATCCAGREATTTEG TGG G
TOSE6 A BGTTTRAAGA TCAG! TG TEG T TCATR TATC TIeCC TIRC TT T TG AAGRGAGHRC TG TRC TITGAA TR T GG TC TC TT TCGGAG TG TEGATICGCAC TCC TCCAGCC TR
D2IETT B GGCC TRAMGE TR TTG TEG TTTCACATTICC TG TC TIRC TTTTEEARGAGARAC TE TTC TTEAA TR TTTGE T TC TTTTEGAG TG TEGATICGCAC TOC TCC TG COTR
DOOESD C BeCC ThAARA TCAGARCARC TATIG TEG T T ICACA T T ICC TE TC TIRC TT T TeGAAGRGARACSGC TIC TIGAG TR TT GG TR TC TG TTGGAG TG TGGATICGCAC TCC TCARGCC TR
FSETI5 D GGCCTRAMNG TTCAGSCAACTATTE TEG TTTCACS TTTC TT6 TG TRAC TTTTEGARGAGRARFCHAG TOG TRERAGE TR TTTEGE T6 TC TTTTEEAS TG TEEA TTOGCMC TOC TCARMG S TTH
WTSEST E GECCTRARNG TS TTE TEG TTTCACA TTTC TTE TC TCAC TTTTRE AR GREARAC O TCA TRGAG TR TTTEE T TC TTTTEGAG TG TEGA TTCGCAC TOC TCCRE CTTR
FTSE55 F GGCTIRAMGATIRGRCARG TRTTE TEG TTICACA TTICC TECC TIRG TTC TTERG TR TTIGGE T6 TCC TTTEERG TG TEGEA TICGCRC oG TC CRG S TIR

TTTTGGARGRGRRFCRG
BETTTRAAAA TEAGECAAC TR TTE TEE TTTCACA TTTCC TE TC TTRE TTTTEG AARAGARACCG TTC TTEAGS TR TTTSE TE TC TTTTEEAG TE TEEA TTCGCAC TOC TCCTEC TR

TCCOCTR A TOCC TOGCCTCBCRG
I ECAGEE TCCOC TRGARGAAGAAC TCCC TCECE TEEEAG
f S CAG G TCCCC TRGARGAREARC TCCC TCECCTOSERAG
FECAGETCCCC TRGARGARAGAMC TCCCTCGCCTCEOAG
f S CAG G TCCCC TRGARGAREARC TCCC TCECCTOSERAG
FECAGETCCCC TCCCTCGCCTCECAG
FECAGETCCCCTS TCCCTCECETCECRG
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Mébi nguroc

- Phuong phap giai trinh tu gen cia HBV:

Hinh 3: Trinh tu gen doan nhan (Core)
HBV st dung dé phan biét cac kiéu gen khac nhau.

Stata 7.0, khac biét c6 y nghia théng ké

trong moét s6 trudng hodp khong xac dinh
dugc kiéu gen clia HBV b&ng phuong phap
nhan gen két hop tinh da hinh cla mét doan
giGi han. Qua trinh giai trinh tu gen clia HBV
ti€n hanh trén hé thng CEQ 8800, Beckman
Coulter (My), tai Khoa Sinh hoc Phan t{,
Bé&nh vién TWQD 108.

Sau khi gidi trinh tu gen, so sanh két qua
véi trinh tu chuén trén ngan hang dir liéu.

* Phuong phap théng ké: s6 liéu thu thap

phan tich trén phan mém Staview 4.5 va

(p < 0,05).

KET QUA NGHIEN cUuU

1. Phan bé kiéu gen HBV trén 108 BN
nghién cuu.

Trén 108 BN & 2 nhém nghién clu, da
xac dinh dudc 5 kiéu gen don va 5 kiéu gen
déng/bdi nhiém ctia HBV. Céc kiéu gen don
phat hién Ia B, C, D, E va F. Cac kiéu gen
déng/bdi nhiém phat hién 1a BC, BD, BE,
CE va CF. Trong d6, cac kiéu gen chiém da
s6 |a C (64,8%), BC (12,9%) va CE (11,1%).
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Hinh 4: Phan bé kiéu gen ctia HBV trén 108 BN nghién ciiu.

2. Phan bé kiéu gen cta HBV trén 2
nhém BN UTG va NMVR.

Khi phan tich phan bé kiéu gen HBV trén
2 nhom BN UTG va NMVR, ching téi thay
tan suat xuat hién cac kiéu gen khong giéng

nhau. Trong dé, kiéu gen C gép nhiéu hon &
nhém NMVR, (43/54 BN = 79,6%), so vGi
nhém UTG c6 27/54 BN (50%). Tuy nhién,
khi tinh tat c& cac kiéu gen déng/boi nhiém
c6 C, khong c6 su khac biét gitra 2 nhom.

Bang 2: Phan bé kiéu gen trén 2 nhém nghién clu.

KIEU GEN B C D E F BC BD BE CE CF TONG
UTG 4 27 1 1 1 10 1 1 7 1 54
% 7,5 50 1,85 | 1,85 | 1,85 18,5 1,85 1,85 12,9 | 1,85 100
NMVR 1 43 1 0 0 4 0 0 5 0 54
% 1,85 | 79,6 | 1,85 0 0 7.4 0 0 9,3 0 100

Khi tat ca cac kiéu gen déng/bdi nhiém
dugc goi chung la kiéu gen hén hop, chang
t6i thdy kiéu gen hén hop & nhém UTG
nhiéu hon c6 y nghia so véi 8 nhém NMVR
(OR =2,94; 95% [1,1 - 8,23], p < 0,05; Chi 2
(1)=57).

3. M&i lién quan giira kiéu gen ctia HBV
véi bién déi cac chi sé sinh hoa.

Do NMVR khéng cé bién déi sinh hoa,
ching téi chi phan tich trén nhém BN UTG.
Ngoai ra, do kiéu gen khac xuat hién khong

nhiéu nén chang téi chi phan tich trén kiéu
gen phd bién 1a kiéu gen B, C va hén hop.
Khi tim hiéu maéi lién quan giltra bién doi
enzym gan SGOT véi kiéu gen HBV, néng
dd SGOT tang cao hon & nhém c6 kiéu gen
hén hop so véi 2 kiéu gen B va C (152 + 52
U/l so v6i 94 + 12 U/l va 67 = 22 |U/l;
p < 0,01 va p < 0,0001). Trong khi @6, & BN
mang kiéu gen B, néng d® men SGOT thap
hon c6 y nghia so véi BN mang kiéu gen C
va hén hop (43 £ 6 1U/l so v6i 125 + 25 [U/I
va 104 + 23 |U/I; p < 0,01).
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No6ng dé bilirubin toan phan tang cao hon
& nhém c6 kiéu gen hén hop so véi kiéu gen B
va C (56 + 22 umol/l so véi 15,9 + 1,7 umolll
va 16,6 + 4,6 umol/l, p < 0,01 va p < 0,0001).

Phan tich sau vé méi lién quan gilra kiéu
gen HBV vGi mic d6 nhan lén cla virut,
chang t6i thady nong do HBV ADN cao nhéat
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Hinh 4.B B & MKX

& nhém c6 kiéu gen C, tiép d6 dén kiéu gen
hén hop va cudi cung 1a kiéu gen B (3,6 x
10" + 3,4 x 10° copies/ml so véi 2,9 x 107 +
6,1 x 106 va 2 x 10" + 1,4 x 10° copies/ml;
p < 0,01). Ngoai ra, so vdi kiéu gen B, kiéu
gen hén hop ciing ¢ néng d6 HBV ADN
cao haon cé y nghia véi p < 0,05).

P<0.05

HBY DNA (copiesiml)

Hinh 5.B



BAN LUAN

Do HBV khéng c6 kha nang tu doc stia trong qua trinh nhan 1én, nén xuat hién cac dot
bién véi tan suat cao, udc tinh méi nam tir 1,5 x 10° dén 5 x 10 nucleotid thay thé trén mot
vi tri & nhiing ngudi c6 HbeAg (+) [5]. Cac dét bién céng hop tim thay nhiéu hon & virut trén
BN c6 HbeAg (-), diéu nay gdi y, dap (ing mién dich cla vat chli c6 thé c6 vai trd quan trong
trong su ti€n hoa clia HBV [5]. Trong mét s6 trudng hop, qua trinh nhan l1én cda HBV khong
thuc hién mét cach dung tudn tu va chinh xac, dan dén xuat hién mot sé kiéu gen khac nhau
va hon nira Ia xuat hién dét bién gen ctia HBV.

Viét Nam c6 > 15% dan s6 c6 HBsAg (+). D6 1a mét trong nhiing nguyén nhan lam cho HBV
c6 co hoi dé pha tron cac kiéu gen. Thai dai hoi nhap quéc t& gép phan tang tinh giao luu
réng rai gitra cac nguén virut gay viém gan. Diéu nay tao nén su phan b phong phu cac kiéu
gen HBV § Viét Nam. Nghién c(u tru6c day cho thdy: nhig kiu gen t6 hdop mdi gitra kiéu
gen A va C da xudt hién & Viét Nam [6]. Nam 2004, Tudn Huy va CS ciing da phat hién mot
kiu gen méi va tu dat tén la kiu gen | [7].

Nhu vay, tinh da dang phong phu vé kiéu gen HBV & Viét Nam da dudc dé cap dén. Mic
du tir trudc ti nay, cac tac gia trong nuéc van cho rang chll yéu 6 Viét nam chi c6 2 kiéu gen
la B va C [8].

Két qua nghién clu nay cho thay: kiéu gen C chiém ty 1é cao nhat (64,8%), trong khi d6
ki€éu gen B chi c6 4,6%. Tuy nhién, néu tinh chung véi cac kiéu gen déng/bdi nhiém véi kiéu
gen B va C, chang t6i thdy 21/108 BN c¢6 kiéu gen B (19,4%) va kiéu gen C 1a 97/108 BN
(89,8%). Phai chang day la mot ly gidi cho su khac biét vé sé liéu gilra cac nghién ciu.

Hién tugng trén mot BN nhiém hon 1 kiéu gen HBV ciing nhu HCV da dudc théng béo [4,
9]. Nghién ciiu ctia Hannoun va CS khi st dung phuong phap phat hién kiéu gen bang
RFLP-PCR thay: 67% BN nhiém hon 1 kiéu gen. Nhu vay, déng/boi nhim hon 1 kiéu gen
trén mot BN tuong déi phd bién. Tuy nhién, viéc phat hién su ddng/bdi nhiém cac kiéu gen
HBV tuong déi khé va chua cé phuong phap chudn. Ngusi ta thdy réng, néu st dung phuong
phap gidi trinh tu gen rat khé phat hién ddng/bdi nhiém céac kiéu gen. Chi c6 phuong phéap st
dung tinh da hinh clia mét doan gi6i han nhu ching téi dang 4p dung méi cé thé phat hién
dugc déng/bdi nhiém clia cac kiéu gen [4].

Gan day, nhiéu tac gia quan tam dén vai trd clia cac kiéu gen déng/bdi nhiém trong tién
trién UTG. Nam 2008, nghién clu ctia Yin J va CS thay, kiéu gen déng/bdi nhiém g&p nhiéu
hon 6 nhém UTG va c6 tai ludng virut cao hon cac kiéu gen khac [10]. K&t qua nghién ciiu
cla ching t6i ciing thay kiéu gen déng/bdi nhiém thuding gap hon & nhém UTG va nguy co
UTG téng 2,94 1an khi nhiém hon 1 kiéu gen HBV.

Khi phan tich méi lién quan gilra kiéu gen HBV véi mic dd tén thuong gan, Yin J va CS
thay: khi nhiém kiéu gen phéi hap, tén thuong gan nang hon so véi cac kiéu gen khac. Trong
d6, enzym transaminase va bilirubin déu tdng hon & nhém c6 kiéu gen phdi hop so véi cac
kiéu gen khac [10].



Tuong tu, khi tim hiéu méi lién quan gilra kiéu gen HBV v6i miic dd nhan lén cla virut, Yin
J va CS ciing thay: khi nhiém kiéu gen phdi hdp, tai lugng virut tdng hon rd rét so véi khi
nhiém céac kiéu gen khac. K&t qua nay ciing tim thay trong nghién ciu cla ching toi.

KET LUAN

Qua két qua nghién clu trén 54 BN UTG va 54 NMVR, ching t6i thay: khi nhiém kiéu gen
ph&i hop, nguy co tién trién thanh UTG cao hon. Tai luong virut cling nhu tén thuong gan
cling nhiéu hon trén BN mang kiéu gen déng/bdi nhiém nay. Tuy nhién, d& danh gia chinh
xac hon vai trd ctia kiéu gen HBV, ching ta can nghién c(u theo déi doc véi s6 lugng nhiéu
hon.
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